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SEQUENCE LISTING 




(1) GENERAL INFORMATION: 



(i) 



APPLICANT: 



Adermann , Knut 
Hock, Dieter 
Magerlein, Markus 



(ii) TITLE OF INVENTION: Peptides from the hPTH Sequence 
(iii) NUMBER OF SEQUENCES : 36 

(iv) Correspondence Address: 

(A) ADDRESSEE: Jones & Askew, LLP 

(B) STREET: 191 Peachtree Street, 37th Floor 

(C) CITY: Atlanta 

(D) STATE: Georgia 

(E) COUNTRY: USA 

(F) ZIP: 30303 



(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: PCT/EP95/03757 

(B) FILING DATE: 29 SEPT 1994 

(vii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: FROST, ROGER T. 

(B) REGISTRATION NUMBER: 22,176 

(C) REFERENCE /DOCKET NUMBER: 07826-0007 

(viii) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 404-818-3700 

(B) TELEFAX: 404-818-3799 



(2) INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
( iii ) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 
Ser Val Ser Glu lie Gin Leu Met His Asn 



1 



5 



10 



I) 




(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI -SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Ser Val Ser Glu lie Gin Leu Met His 
1 5 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Ser Val Ser Glu lie Gin Leu Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

( B ) TYPE : amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4 

Ser Val Ser Glu lie Gin Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 
(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 

Ser Val Ser Glu lie Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6 

Ser Val Ser Glu lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



13 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

His Asn Leu Gly Lys His Leu Asn Ser Met 



(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Asn Leu Gly Lys His Leu Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

Leu Gly Lys His Leu Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 



1 



5 



10 





(iv) ANTI-SENSE: no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 
Gly Lys His Leu Asn Ser Met 



(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11 

Lys His Leu Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

( B ) TYPE : amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 

His Leu Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



1 



5 





(iii) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 

His Asn Leu Gly Lys His Leu Asn Ser 
1 5 

(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 14 

His Asn Leu Gly Lys His Leu Asn 
1 5 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

( A ) LENGTH : 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 

His Asn Leu Gly Lys His Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

( A ) LENGTH : 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 




(ii) MOLECUIiE TYPE: peptide 
(iii) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

His Asn Leu Gly Lys His 
1 5 

(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

His Asn Leu Gly Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 

( C ) STRANDE DNE S S : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
( iii ) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe Val Ala Leu 
15 10 

(2) INFORMATION FOR SEQ ID NO: 19: 




(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Arg Lys Lys Leu Gin Asp Val His Asn Phe Val Ala Leu 
15 10 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

Lys Lys Leu Gin Asp Val His Asn Phe Val Ala Leu 
15 10 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

Lys Leu Gin Asp Val His Asn Phe Val Ala Leu 
15 10 




(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 

Leu Gin Asp Val His Asn Phe Val Ala Leu 
15 10 

(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

( B ) TYPE : amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 

Gin Asp Val His Asn Phe Val Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 





(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24 
Asp Val His Asn Phe Val Ala Leu 



(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25 

Val ais Asn Phe Val Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26 

His Asn Phe Val Ala Leu 

1 ... 5 

(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



1 



5 





(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 

Asn Phe Val Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
( iv ) ANTI-SENSE : no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe Val Ala 
15 10 

(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe Val 
15 10 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unkliown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 




(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe 
15 10 

(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

( B ) TYPE : amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

{ C ) STRANDEDNESS : unknown 
,(D) TOPOLOGY: unknown 

( 4X) . ipQLECULE TYPE : peptide 

(iii) ^HYPOTHETICAL : no 

(iv) ANTJ-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 

Leu Arg Lys Lys Leu Gin Asp Val His 
1 5 

(2) INFORMATIQJI. SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

i, 

(ii) MOLECULE TYPE: peptide 



£2- 



# 



(iii) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33 
Leu Arg Lys Lys Leu Gin Asp Val 



(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 
(B.) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 

Leu Arg Lys Lys Leu Gin Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 35 
Leu Arg Lys Lys Leu Gin 



(2) ' INFORMATION FOR SEQ ID NO: 36: 



1 



5 
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(i> SEQUENCE CHARACTERISTICS: 



(A) LEW?T&i r 5 amino acids 

(B) TY^-^aniino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 




( ii.) .^GTLECUIiE TYPE: peptide 
(iii) -HYPOTSgETICAL: no 
(iv) ANTI-SENSE: no 

(xi) SEQUENCE INSCRIPTION : SEQ 

Leu Arg Lys Leu 

1 ' ' 5 



